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Abstract A human stomach-adenocarcinoma cell line
(MKN-45) was selected for resistance to Adriamycin by
stepwise exposure to increasing concentrations of this
agent. The resulting cell line (MKN/ADR) exhibited a
high level of cross-resistance to topoisomerase II (topo
II)-targeted drugs such as Adriamycin, mitoxantrone,
and etoposide but showed no cross-resistance to other
chemotherapeutic agents such as cisplatin, carboplatin,
5-¯uorouracil, or mitomycin-C. P-glycoprotein encoded
by the mdr-1 gene was not overexpressed in the MKN/
ADR cell line. The doubling time of the MKN/ADR cell
line (2.1 days) increased only slightly as compared with
that of the MKN cell line (1.7 days). The patterns of
cross-resistance to various chemotherapeutic agents led
us to examine the cellular contents of topo II in both the
drug-sensitive and the drug-resistant cells. Extractable
topo II enzyme activity was 3-fold lower in MKN/ADR
cells as compared with the parental MKN cells. Levels
of topoisomerase I (topo I) catalytic activity were similar

in both wild-type MKN and drug-resistant MKN/ADR
cells. Southern-blot analysis of genomic DNA probed
with topo IIa or IIb showed no sign of either gene re-
arrangement or hypermethylation. Northern-blot anal-
ysis revealed that both topo IIa and topo IIb mRNA
transcripts were essentially identical in the MKN and
MKN/ADR cells. In contrast, Western-blot analysis
revealed an approximately 20-fold lower level of topo
IIa in drug-resistant cells as compared with drug-sensi-
tive cells, whereas topo IIb levels were similar in both
lines. Moreover, the amount of in vivo topo IIa-DNA
covalent complexes formed in the presence of etoposide
was also approximately 20-fold lower in drug-resistant
cells. No mutation was detected in the promoter region
of the topo IIa gene in resistant cells as compared with
sensitive cells. Thus, low levels of topo IIa polypeptide
cannot be ascribed to changes in the mRNA levels.
Collectively, the data suggest that a quantitative reduc-
tion in topo IIa may contribute to the resistance of
MKN cells to Adriamycin and other topo II-targeted
drugs.
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Introduction

Eukaryotic DNA topoisomerases are nuclear enzymes
that function in almost all aspects of DNA metabolism,
including replication, transcription, recombination, re-
pair, and chromosomal condensation, by controlling the
topological state of DNA [27]. Type II DNA topo-
isomerases (topo II) are ATP-dependent enzymes that
catalyze DNA strand passage through transient double-
strand breaks in the DNA [20]. There are two isoforms
of human topo II that have been designated as topo IIa
and topo IIb, which are encoded by genes located on
chromosomes 17 and 3, respectively [4, 24]. These iso-
forms exist as homodimers and their amino acid se-
quences show homology at regions believed to be
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functionally signi®cant [4]. Topo IIa activity is thought
to be more sensitive to topo II-active agents relative to
the topo IIb form [8]. Topo IIa and IIb isoforms,
however, di�er in other key biochemical and biophysical
properties, suggesting that their roles in the cell may not
be the same [8]. The expression of topo IIa varies during
the cell cycle. It is low in quiescent cells but maximal in
the G2-M phase, whereas the level of topo IIb remains
constant throughout the cell cycle [28].

Clinically, these enzymes are the cellular targets of
important antitumor drugs that stabilize double-strand
breaks and topo II-DNA covalent complexes [13].
Many topo II poisons are DNA intercalators such as
Adriamycin, daunorubicin, ellipticine, and amsacrine
(m-AMSA), and few are nonintercalators such as
etoposide (VP-16) and teniposide (VM-26) [13]. In tu-
mor cells selected for resistance to topo II-targeted
drugs, the most common mechanism of drug resistance
involves reduced formation of cleavable complexes due
to the expression of decreased amounts or activities of
topo IIa [16] or topo IIb [9]. Although the relationship
between the topo II level and drug sensitivity in tumor
cells expressing altered topo II has been described, many
questions about the role of topo II in the development of
multidrug resistance remain.

Adriamycin, an anthracycline antitumor agent, is
clinically active against a variety of human malignancies.
Several mechanisms have been proposed to explain the
antitumor activity of Adriamycin, including DNA
damage mediated by topo II [25], interaction with
membranes [26], and generation of oxygen free radicals
[21]. Previous studies with Adriamycin-resistant cells
have suggested that cellular resistance to Adriamycin is
correlated with quantitative and qualitative changes in
topo II enzyme activity [6, 14]. In the present study we
isolated an Adriamycin-resistant human stomach-ade-
nocarcinoma cell line (MKN/ADR) by exposure to in-
creasing amounts of the drug. The sensitivity of the
MKN cells and the MKN/ADR cells to various anti-
tumor agents was correlated with their levels of expres-
sion of the two isoforms, topo IIa and topo IIb.

Materials and methods

Cell lines

The MKN-45 human stomach-adenocarcinoma cell line was kindly
provided by Dr. N. Saijo (National Cancer Center Research In-
stitute, Tokyo, Japan). Cells were propagated in RPMI 1640 me-
dium supplemented with 10% fetal bovine serum (FBS), penicillin
(100 U/ml), and streptomycin (100 lg/ml) at 37 °C in a balanced
air humidi®ed incubator with an atmosphere containing 5% CO2.

Establishment of an Adriamycin-resistant cell line

An Adriamycin-resistant subline was derived by continuous expo-
sure of MKN-45 cells to Adriamycin (Sigma) at concentrations
starting at 0.01 lg/ml and increasing in a stepwise manner to
0.6 lg/ml. Cell lines capable of sustained growth in medium con-
taining Adriamycin were considered to be resistant after 3 months.

The Adriamycin-resistant subline is referred to as MKN/ADR
hereafter. MKN/ADR cells were challenged monthly with Adria-
mycin at 0.6 lg/ml and, after their maintenance in drug-free me-
dium for 2±3 weeks, experiments with the resistant cells were
performed. Cell viability was determined by trypan blue exclusion
test.

Drug-sensitivity assay

The drug-sensitivity test was performed by the microculture tetra-
zolium (MTT) assay as previously described [1]. Cells were seeded
at a density of 5 ´ 103 cells in a 96-well plate, which gave an optical
density value in the range of 0.8±1.2 at 540 nm. Cells were treated
with various concentrations of drugs and incubated for 4 days in
the humidi®ed CO2 incubator. Each experiment was performed in
triplicate. IC50 was de®ned as a 50% reduction in optical density.

Measurement of plating e�ciency and doubling time

Soft agar colony-formation assays were performed as previously
described [12]. Single-cell suspensions were diluted with RPMI-FBS
containing 0.3% agar (cell density 1 ´ 103 cells/ml), and 1 ml of
this mixture was overlayed onto the underlayer, which was pre-
pared in a six-well plate with 0.5% agar in enriched McCoy's 5A
medium (Gibco/BRL). Enriched McCoy's 5A medium consisted of
40 ml heat-inactivated FBS, 20 ml heat-inactivated horse serum,
4 ml 2.2% sodium pyruvate, 4 ml 200 mM glutamine, 0.8 ml 2.1%
serine, and 4 ml penicillin (100 U/ml) and streptomycin (100 lg/ml)
mixed with 400 ml McCoy's 5A medium. The cultures were incu-
bated for 14 days. Colonies bigger than 60 lm in diameter were
counted by Artek counter Model 880 (IPI International Inc., Vir-
ginia). Each experiment was performed in triplicate. For the mea-
surement of doubling time, cells were seeded at three di�erent
concentrations (between 1 ´ 104 and 1 ´ 105 cells/ml) and viable
cell numbers were counted by trypan blue exclusion test. The
doubling time was calculated from the growth curve.

Preparation of cellular and nuclear extracts

Cells were extracted as previously described [6]. In brief, ex-
ponentially growing cells (2.5 ´ 105 cells/ml) were harvested by
centrifugation and washed three times with ice-cold phosphate-
bu�ered saline (PBS). Cell pellets were resuspended in extraction
bu�er A [10 mM TRIS-HCl (pH 7.5), 25 mM KCl, 1 mM di-
thiothreitol, 1 mM phenylmethylsulfonyl ¯uoride (PMSF)] at 4 °C
for 15 min, followed by vigorous pipetting at least 40 times with a
Gilson P200 pipetman. The solution was then adjusted to 0.5 M
NaCl by the addition of an equal volume of extraction bu�er B
[50 mM TRIS-HCl (pH 7.5), 1 mM ethylenediaminetetraacetic
acid (EDTA), 1 M NaCl, 1 mM dithiothreitol, 1 mM PMSF] and
gently stirred. After extraction for 2 h on ice, the mixture was
centrifuged at 16 000 g for 20 min at 4 °C. The supernatant was
saved for Western-blot analysis of gluthathione-S-transferase
(GST)-p and GST-L and for measurement of superoxide dismutase
(SOD) activity.

For the preparation of nuclear extracts, exponentially growing
cells (2.5 ´ 105 cells/ml) were pelleted and washed three times with
ice-cold PBS. The cell pellets were resuspended in 1 ml nucleus
bu�er [150 mM NaCl, 1 mM KH2PO4; 5 mM MgCl2; 1 mM eth-
yleneglycol bis(b-aminoethylether)-N,N,N¢,N¢-tetraacetic acid;
0.2 mM dithiothreitol, 1 mM PMSF (pH 6.4)] on ice and then
mixed with an additional 9 ml nucleus bu�er containing 0.3%
Triton X-100. The suspension was gently mixed by rotation for
10 min at 4 °C and centrifuged at 2000 g for 10 min at 4 °C. The
nuclear pellet was washed once with Triton-free nucleus bu�er, and
nuclei were extracted in nucleus bu�er containing 0.5 M NaCl for
30 min on ice. The mixture was then centrifuged at 16 000 g for
20 min at 4 °C and the supernatant was saved for measurement of
topo I and topo II enzyme activities. Protein concentrations were
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determined by the Bio-Rad protein assay (Bio-Rad, Richmond,
Calif.). The extracts were aliquoted and stored at )80 °C.

Topo I and topo II catalytic activity assay

Topo I activity was assayed by relaxation of supercoiled pBS DNA.
The reactions were initiated by the addition of varying amounts of
nuclear extracts to supercoiled DNA (0.2 lg) in a standard reaction
mixture [50 mM TRIS-HCl (pH 7.5), 1 mM EDTA, 100 mM
NaCl] for 30 min at 37 °C. Reactions were stopped by the addition
of 0.1 vol. 10% sodium dodecyl sulfate (SDS). The DNA samples
were then analyzed on a 1.2% native agarose gel. Topo II catalytic
activity was assayed by the ATP-dependent decatination of kine-
toplast DNA [3]. The standard reaction mixture for the decatena-
tion assay contained 0.2 lg kDNA, 50 mM TRIS-HCl (pH 7.5),
120 mM KCl, 10 mM MgCl2, 0.5 mM dithiothreitol, 0.5 mM
ATP, and 30 lg bovine serum albumin (BSA) per ml. The reactions
were incubated for 15 min at 37 °C and terminated with 0.1 vol.
stop bu�er (5% Sarkosyl, 0.025% bromophenol blue, 50% glyc-
erol). To quantify the amount of decatenated DNA, photographic
negatives of the ethidium-bromide-stained agarose gels were den-
sitometrically scanned.

Immunoblots of topo IIa and IIb protein

Cellular extracts from MKN and MKN/ADR cells were electro-
phoresed on 7% polyacrylamide gels and electroblotted onto Hy-
bond-ECL membranes (Amersham). Topo IIa was detected with
rabbit antibody raised against a synthetic peptide derived from the
carboxyl terminal region of human topo IIa (TopoGEN, Colum-
bus, Ohio). Topo IIb was detected with a�nity-puri®ed rabbit
antisera raised against a synthetic peptide corresponding to a un-
ique region of the topo IIb isoform (kindly provided by Dr. A.
Kikuchi, Mitsubishi Kasei Institute of Life Science, Tokyo, Japan).
The immunoblot signals were visualized by enhanced chemilumi-
nescence (Amersham). The resulting X-ray ®lms were scanned by
densitometry to estimate the relative levels of topo IIa and IIb
protein present in each cell line (Biomed Instrument, Inc.). Im-
munoblots were carried out on three independent cellular extracts.

Detection and isolation of topo II-DNA complexes in vivo

Topoisomerase II-DNA covalent complexes were trapped as pre-
viously described [18]. In brief, MKN and MKN/ADR cells were
left untreated or were treated with etoposide (100 lM ) for 30 min
at 37 °C in serum-free RPMI medium (1 ´ 107 cells/ml). The me-
dium was then removed and cells were directly lysed by the addi-
tion of lysis solution to give a ®nal concentration of 1% Sarkosyl
(in 10 mM TRIS-HCl, 1 mM EDTA). The lysates were overlayed
onto CsCl step gradients and centrifuged at 30 000 rpm for 24 h at
20 °C with an SW40 rotor as described elsewhere [18]. Fractions
(1 ml each) were collected from the bottom and the DNA peak was
localized by measurement of the absorbance at 260 nm. Each
fraction (50 ll) was mixed with 0.4 ml 25 mM sodium phosphate
bu�er (pH 6.5) and applied to a Hybond-ECL membrane (Amer-
sham) in a slot-blot manifold. Each sample well was washed with
0.4 ml 25 mM sodium phosphate bu�er (pH 6.5), after which the
®lter was air-dried. The membranes were incubated with a�nity-
puri®ed antibody speci®c for the topo IIa or topo IIb isoform as
described above.

Northern-blot analyses of topo IIa and IIb mRNA

Total RNA was isolated from exponentially growing MKN and
MKN/ADR cells using Tri reagent (Molecular Research Center).
RNA samples (10 lg/lane) were separated on 1% formaldehyde-
agarose gel and vacuum-transferred to Hybond N+ membranes
(Amersham) with 20 ´ SSC (150 mM NaCl, 15 mM sodium ci-
trate, pH 7.0). After ®xation of RNA to membranes by alkaline

treatment, the membranes were prehybridized at 65 °C in hybrid-
ization bu�er [2 ´ SSPE, 7% SDS, 10% polyethylene glycol
(PEG), 100 lg denatured herring-sperm DNA/ml]. Topo IIa
mRNA and topo IIb mRNA were detected with cloned topo IIa
cDNA (3.03-kb EcoRI fragment) and topo IIb cDNA (1.8-kb
EcoRI-PstI fragment), respectively. All cDNA probes were labeled
with [a-32P]-deoxycytidine triphosphate ([a-32P]-dCTP, Amersham)
to a speci®c activity of 1 ´ 108 cpm/lg using a random-primer
DNA labeling system (Amersham). Blots were hybridized with the
individual probes at 65 °C for 12±18 h. Blots were washed twice
with 2 ´ SSC/0.1% SDS for 15 min, twice with 1 ´ SSC/0.1% SDS
for 15 min, and once with 0.1 ´ SSC/0.1% SDS for 30 min. The
relative intensities of the bands were determined by videodensi-
tometry (Biomed Instrument, Inc.).

Results

Sensitivity to various chemotherapeutic agents

The sensitivity of the two cell lines (MKN and MKN/
ADR) to di�erent chemotherapeutic agents is shown in
Table 1. A higher level of resistance in MKN/ADR cells
was observed for the topo II-targeted drugs, i.e., Adri-
amycin (11-fold), mitoxantrone (11-fold), and VP-16
(3-fold). Such large di�erences in sensitivity between the
two cell lines were not observed for the agents whose
mechanism of action does not directly involve topo II.

Cell growth rates

Since the sensitivity to topo II-targeted drugs could be
in¯uenced by di�erences in the growth rate, we deter-
mined the doubling times for the MKN and the MKN/
ADR cell lines. The doubling time of the MKN/ADR
cell line (2.1 days) was only slightly di�erent from that of
the MKN line (1.7 days; Table 2). We also measured the
plating e�ciency for both cell lines (see Materials
and methods). The MKN/ADR cell line displayed no

Table 1 IC50 values and relative resistance to various chemother-
apeutic agents as determined in the MKN cell line and the MKN/
ADR subline (MKN Human stomach-adenocarcinoma cell line,
MKN/ADR Adriamycin-resistant cell line, CDDP cisplatin,
CBDCA carboplatin, ADR Adriamycin, THP THP-Adriamycin,
MMC mitomycin C, 5-FU 5-¯uorouracil, VP-16 etoposide, Mi-
toxan mitoxantrone)

Drugs IC50 (lg/ml)
a RRb

MKN MKN/ADR

CDDP 0.813 � 0.273 0.287 � 0.124 0.32
CBDCA 8.833 � 2.597 9.533 � 3.689 1.08
ADR 0.130 � 0.021 1.413 � 0.195 10.87
THP 0.136 � 0.078 0.065 � 0.006 0.48
MMC 0.024 � 0.004 0.021 � 0.003 0.87
5-FU 0.332 � 0.082 0.410 � 0.159 1.23
VP-16 8.666 � 2.392 27.833 � 0.850 3.21
Mitoxan 0.008 � 0.000 0.085 � 0.088 10.58

a IC50 values were evaluated by MTT assay, and results are pre-
sented as mean values � SD for 3 independent experiments
bRelative resistance: IC50 of MKN/ADR/IC50 of MKN-45
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signi®cant di�erence in plating e�ciency as compared
with the parental MKN line (Table 2).

Expression of drug-resistance-related genes

Multidrug resistance (MDR) may be caused by de-
creased drug accumulation mediated by the mdr-1 gene-
encoded P-glycoprotein, which is responsible for drug
e�ux [17]. However, the cross-resistance pattern of the
MKN/ADR cell line (Table 1) does not ®t that of a
typical MDR phenotype. To obtain direct evidence that
the MDR phenotype was not expressed in the MKN/
ADR cell line, we analyzed P-glycoprotein expression in
both cell lines. For the analysis of MDR-1, cells were
labeled with [35S]-methionine at 50 lCi/ml for 16 h. The
membrane proteins were then incubated with the anti-
body to MDR-1 (Centocor, Malvern, Pa.), immuno-
precipitated with protein A Sepharose 4B, and resolved
by 8% sodium dodecyl sulfate-polyacrylamide gel elec-
trophoresis (SDS-PAGE). As shown in Fig. 1A, there
was no evidence of induction of P-glycoprotein in the
MKN/ADR cell line. Furthermore, for investigation as
to whether the expression of other drug-resistance-
related proteins might be induced during the develop-
ment of Adriamycin resistance in MKN/ADR cells,
expression levels of GST-p (Fig. 1B) and GST-L
(Fig. 1C) were examined by immunoblot analysis and
SOD activity was measured (data not shown) [29].
However, no di�erence in these proteins was detected
between MKN and MKN/ADR cells.

Topo I and topo II catalytic activity

Prominent resistance of MKN/ADR cells to topo II-
targeted drugs suggested an alteration in topo II activity
in resistant cells. We therefore assayed topo II activity in
nuclear extracts of the MKN and MKN/ADR cells by
the decatenation of kDNA. Topo II decatenation ac-
tivity (per identical amounts of nuclear extract proteins)
was approximately 3-fold lower in MKN/ADR extracts
as compared with MKN extracts as determined by
comparison of the banding intensities of the minicircles
in several dilutions (Fig. 2). To determine if the reduced
topo II activity in MKN/ADR cells re¯ected a general-
ized phenomenon of altered gene expression following
cellular drug exposure, we compared the catalytic ac-
tivity of the related nuclear enzyme DNA topo I in the
drug-sensitive and drug-resistant cell types. Topo I ac-
tivity was measured by the relaxation of the supercoiled
plasmid in the absence of ATP. As can be seen in Fig. 3,
topo I catalytic activities were equivalent in the MKN
and MKN/ADR cells.

Topo IIa and IIb protein levels

Reduced topo II levels could explain the observed Ad-
riamycin resistance [6]; thus, we determined immunore-
active topo II levels in cellular extracts of log-phase

Table 2 Plating e�ciency ob-
tained with 14-day incubation
and doubling time as de-
termined in the MKN cell line
and the MKN/ADR subline

Cell lines Number of cells
plated

Number of colonies
formeda

Plating
e�ciency (%)b

Doubling
time (days)

MKN 1 ´ 103 87 � 2.7 8.7 1.7
MKN/ADR 1 ´ 103 141 � 6.0 14.1 2.1

a Mean value � SD for numbers of colonies formed (n = 3)
b Plating e�ciency (%): number of colonies formed/number of cells plated ´ 100

Fig. 1 Immunoprecipitation of MDR-1 and immunoblot analysis
of GST-p and GST in MKN and MKN/ADR cells. A For the
analysis of MDR-1 the membrane proteins were incubated with the
antibody to MDR-1 and precipitated with protein A Sepharose 4B.
For the analysis of BGST-p and CGST-L the cellular extracts were
resolved by 10% SDS-PAGE, transferred to the nitrocellulose
membrane, and detected with their speci®c polyclonal antibodies.
Estimated molecular weights of MDR-1, GST-p, and GST-L are
denoted in kDa

Fig. 2 Topo II activity detected in nuclear extracts fromMKN and
MKN/ADR cells. Topo II activity in nuclear extracts from MKN
(lanes 4±7 ) and MKN/ADR cells (lanes 8±11) was measured by the
decatenation assay of kDNA as described in Materials and
methods. Reaction mixtures were incubated in the presence of
various dilutions of nuclear extracts as shown. The extract protein
amounts added from two cell lines are presented (Lane 1 Xho I-
digested linear kDNA, lane 2 decatenated kDNA, lane 3 catenated
kDNA, oc nicked minicircles, rel relaxed minicircles)
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MKN and MKN/ADR cells in three independent ex-
periments (Fig. 4). The relative polypeptide levels of
topo IIa or IIb were measured by quantitation of
banding intensities detected with a�nity-puri®ed anti-
bodies speci®c for each isoform on Western blots.
Densitometric analysis of the autoradiographs revealed
that topo IIa polypeptide levels in MKN/ADR cells
were approximately 20-fold lower in the Adriamycin-
resistant MKN/ADR cells than in the parental MKN
cells (Fig. 4B). In contrast, topo IIb levels were the same

in these two cell lines (Fig. 4C). Additionally, topo I
levels were identical in both lines (Fig. 4D).

Formation of topo II-DNA cleavable complexes in
MKN and MKN/ADR cells

To examine whether the reduced levels of topo IIa in
resistant cells were proportional to the formation of
in vivo topo IIa-DNA cleavable complexes, the cleav-
able complex formation in vivo in MKN and MKN/
ADR cells was measured using the in vivo complexes of
Enzyme (ICE) bioassay [18]. Topo II engages DNA in a
cycle of single- and double-strand DNA breaks followed
by rapid religation [19]. In the presence of topo II poi-
sons such as etoposide a covalent topo II/DNA complex
can be stabilized and trapped upon the addition of
protein denaturants [13, 19]. Genomic DNA was puri-
®ed using a preparative-step CsCl from cells that were
left untreated or treated with etoposide. Gradient frac-
tions were probed with antibodies to topo IIa or topo
IIb to determine the association with genomic DNA. As
shown in Fig. 5, both isoforms were detected in the
DNA peak fractions of cells treated with etoposide.
Quantitation of the slot-blot signal with topo IIa-speci®c
antibody revealed that cleavable complexes between
endogenous topo IIa and DNA were formed at ap-
proximately 20-fold lower levels in the drug-resistant
MKN/ADR cells as compared with the parental MKN
cells (Fig. 5A). In contrast, endogenous topo IIb was
shown to form nearly identical amounts of cleavable
complexes in the two cell lines (Fig. 5B). These results

Fig. 3 Topo I activity detected in nuclear extracts from MKN and
MKN/ADR cells. Topo I activity assays were performed by
relaxation of supercoiled pBS as described in Materials and
methods. Reaction mixtures were incubated in the presence of
various dilutions of nuclear extracts from MKN (lanes 3±7 ) or
MKN/ADR cells (lanes 8±12). The extract protein amounts added
from two cell lines are presented (Lane 1 Supercoiled DNA only,
lane 2 relaxed DNA, rel relaxed plasmid, sc supercoiled DNA)

Fig. 4A±D Western-blot analysis of topo IIa and IIb in cellular
extracts of MKN and MKN/ADR cells. The same amounts of
cellular extracts from MKN and MKN/ADR cells (120 lg/lane)
were separated on 7% SDS-PAGE and transferred onto Hybond-
ECL membranes. The blots were incubated with topo II isoform-
speci®c antibodies. A Coomassie staining of cellular extracts
separated by SDS-PAGE. B Topo IIa was detected with a�nity
puri®ed rabbit anti-topo IIa-speci®c antibody, which recognizes the
Mr 170 000 form of the topo II enzyme. C Topo IIb was detected
with topo IIb-speci®c monoclonal antibody, which is speci®c for the
Mr 180 000 enzyme form. D Topo I was detected with rabbit anti-
topo I antibody

Fig. 5A,B Formation of endogenous topo II-DNA cleavable
complexes. MKN (lanes 1, 3) and MKN/ADR cells (lanes 2, 4 )
were treated with 100 lM etoposide for 30 min and lysed with 1%
Sarkosyl. Lysates were directly loaded onto a CsCl step gradient as
described in Materials and methods. The gradient fractions were
analyzed by immunoblotting with anti-topo IIa (A) or IIb antibody
(B). (Lanes 1, 2 no drug, lanes 3, 4 treatment with 100 lM
etoposide for 30 min followed by direct lysis in Sarkosyl)
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indicate that the reduced level of topo IIa directly cor-
relates with a reduction in in vivo drug-induced cleav-
able complex formation in the drug-resistant MKN/
ADR cells.

Cloning and characterization of the topo IIa
promoter region

To examine the possibility that changes in the cis-acting
element in the topo IIa promoter might confer the
transcriptional repression, we cloned and sequenced the
promoter region of the topo IIa gene between )553 and
+94 from the transcription start site in both cell lines.
We did not detect any mutation in the promoter region
of the topo IIa gene in the resistant cell line as compared
with the sensitive cell line. The promoter sequences we
determined were shown to be exactly the same with the
previously reported human topo IIa promoter [11].

Topo IIa and IIb mRNA levels

As reduced transcription or processing levels could be
responsible for the observed reduction in topo II protein
expression [9], we determined stable topo IIa and IIb
mRNA levels in the drug-sensitive and drug-resistant
cell lines using isoform-speci®c cDNA probes. The ra-

diolabeled topo IIa cDNA (3.03-kb EcoRI fragment)
hybridized with a �6.3-kb mRNA in both cell lines, and
levels of the RNA transcript detected in MKN/ADR
cells were nearly identical to those found in the parental
MKN cells (Fig. 6A). The radiolabeled topo IIb cDNA
(1.8-kb EcoRI-PstI fragment) also hybridized with a
prominent �6.3-kb transcript in both cell lines. There
was no signi®cant di�erence in the amount of topo IIb
transcript from the MKN and MKN/ADR cells
(Fig. 6A). Ethidium bromide staining of the gel was used
to compensate for sample loading (Fig. 6B).

Discussion

In many Adriamycin-resistant cell lines the cellular
content of topo II appears to be a major determinant of
the sensitivity to topo II-targeted agents [6]. MKN/ADR
cells were also cross-resistant to mitoxantrone and
VP-16, although relative levels of resistance were dif-
ferent (Table 1). Some mammalian cell lines displaying
relatively speci®c resistance to topo II-targeted drugs
have been described that appear to be resistant primarily
due to a decrease in topo II levels [10]. Overall, the data
suggest that the amounts of topo II protein present
correlate closely with drug sensitivity. In other resistant
cell lines the amount of immunoreactive topo II protein
remains unchanged, but point mutations in the putative
ATP-binding region and the active-site tyrosine region
of topo II have been detected [5].

In this work we isolated an Adriamycin-resistant cell
subline, MKN/ADR, from a human stomach-adeno-
carcinoma cell line by stepwise selection of the parental
MKN cell line. Since P-glycoprotein overexpression was
not detected in drug-resistant cells (Fig. 1), resistance to
Adriamycin in MKN/ADR cannot be ascribed to
MDR. This idea is further supported by the observation
that the cross-resistance pattern of MKN/ADR cells was
not similar to that expected for MDR as shown in
Table 1. Adriamycin can also in¯uence free radical
formation [15]. Indeed, evidence has been presented that
describes di�erential formation of hydroxyl radical for-
mation by Adriamycin in sensitive and resistant MCF-7
human breast tumor cells [21]; however, we found no
induction of a key enzyme related to free radical de-
toxi®cation in MKN/ADR cells.

The topo I and topo II catalytic activities were
measured in nuclear extracts. Total topo II catalytic
activity was reduced 3-fold in the drug-resistant cell line
as measured by the decatenation of kDNA (Fig. 2),
whereas topo I catalytic activity was almost identical in
extracts from both sensitive and resistant cells (Fig. 3).
The di�erences in topo II catalytic activity were not
in¯uenced by a di�erence in growth rate or a decrease in
topo II activities in nuclear extracts from MKN/ADR
cells, because the doubling time of the MKN/ADR cell
line (2.1 days) was only slightly increased relative to that
of the MKN cell line (1.7 days; Table 2). Resistance to
Adriamycin is speci®cally associated with altered

Fig. 6A,B Northern-blot analysis of topo IIa and IIb expression in
MKN and MKN/ADR cells. A Total RNA (10 lg/lane) was
prepared from MKN and MKN/ADR cells, electrophoresed
through 1% formaldehyde/agarose gels, and blotted onto Hybond
N+ membranes. The blot was probed with 32P-labeled cDNA
speci®c for topo IIa (lanes 1, 2) or topo IIb (lanes 3, 4) B Ethidium
bromide staining of agarose gel. The amount of RNA in each lane
was monitored using 28S and 18S rRNA
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expression of the topo IIa isozyme form. Topo IIa
polypeptide levels were approximately 20-fold lower in
Adriamycin-resistant MKN/ADR cells as compared
with parental MKN cells as measured by Western
blotting (Fig. 4). In contrast, topo IIb protein levels
were the same in the two lines. A quantitative ICE
bioassay allowed us to compare in vivo topo II-DNA
covalent complexes in the two cell lines [18]. In vivo
covalent complexes are readily detected in the presence
of etoposide, and formation of complexes relates directly
to the amount of genomic DNA damaged by endoge-
nous topo II. The results revealed that the level of active
topo IIa was reduced approximately 20-fold in the re-
sistant cells, whereas the level of topo IIb remained
unchanged (Fig. 5).

Since the rearrangement and hypermethylation of the
topo IIa gene may be associated with reduced topo II
enzyme expression in cells selected for resistance to
topo II-targeted drugs [2, 14, 23], we evaluated chro-
mosomal rearrangement and CpG methylation for topo
II genes in the drug-sensitive and drug-resistant cell
lines. The Southern-blotting data indicate that the re-
duced levels of topo IIa protein in the drug-resistant
cells appear to be unrelated to chromosomal rear-
rangement or hypermethylation of the topo IIa gene
(data not shown). In addition, Northern blots showed
that stable mRNA levels (and sizes) were nearly identical
in the sensitive and resistant cell lines (Fig. 6). Since the
expression of mRNA was similar, it was not surprising
that the topo IIa promoter elements in the parent and
resistant lines were identical.

The discovery that topo IIa polypeptide levels are
lower in MKN/ADR cells as compared with the pa-
rental line is consistent with the ®nding that total en-
zyme activity is reduced 3-fold in the resistant line.
However, we noted a nearly 20-fold di�erence in poly-
peptide levels between these two lines. There are several
possible interpretations of this ®nding. First, decatena-
tion assays cannot distinguish between topo IIa and
topo IIb; therefore, both isoforms of topo II are being
measured. This alone may explain the di�erence. In this
case, the beta isoform may provide compensatory ac-
tivity that we would expect to see as extractable decat-
enation activity. Moreover, the in vivo topo IIa action
on the genome was also reduced by 20-fold (as measured
by the ICE bioassay). It therefore appears that the en-
dogenous cleavage and religation activity of the topo IIa
isozyme is reduced to a level that is commensurate with
the polypeptide levels (as measured by Western blot-
ting). It is also possible that topo II in resistant lines may
be posttranslationally modi®ed such that even very low
levels of the alpha isoform may be su�cient to provide
essential activity [22]. For example, phosphorylation has
been reported to activate topo II activity [7]. Thus, we
cannot conclude that resistant lines rely on the beta
isoform for complementation. Other possibilities exist,
such as reduced translational e�ciency of the message
and/or an increase in ubiquitination, leading to more
rapid degradation of the topo IIa polypeptide. Changes

in translational e�ciency or in topo IIa stability could
be caused by point mutation(s); however, we have not
yet sequenced the mutant gene in its entirety. These and
additional studies will be required to resolve the basis for
the Adriamycin resistance in this particular case.
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